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Supplementary Table S1. Primers used in this study.

	Name
	Sequence of primers (5’-3’)

	p72
	F: CGGAATTCATGGCATCAGGAGGAGCTTTTTG

	
	R: CCCTCGAGTTAGGTACTGTAACGCAGCACAGC

	[bookmark: OLE_LINK46]p72-1-216-Flag
	F: CGGAATTCATGGCATCAGGAGGAGCTTTTTG

	
	R: CCCTCGAGTTACTTATCGTCGTCATCCTTGTAATCGATG
CAAAATTTGCGCACAAG

	p72-1-324-Flag
	F: CGGAATTCATGGCATCAGGAGGAGCTTTTTG

	
	R: CCCTCGAGTTACTTATCGTCGTCATCCTTGTAATCCT
GATAGTATTTAGGGGTTTGAGGTC

	p72-1-432-Flag
	F: CGGAATTCATGGCATCAGGAGGAGCTTTTTG

	
	R: CCCTCGAGTTACTTATCGTCGTCATCCTTGTAATCGCG
AACGCGTTTTACAAAAAG

	p72-1-540-Flag
	F: CGGAATTCATGGCATCAGGAGGAGCTTTTTG

	
	R: CCCTCGAGTTACTTATCGTCGTCATCCTTGTAATCAA
TGTTTTTAATAATAGGTAATGTGATCGGAT

	p11.5
	F: ATTTGCGGCCGCATGGAAGCAGTTCTTACCAAACT

	
	R: CCCTCGAGTTAGCCTTCTTTGATATTCATCTTGC

	p11.5-Flag
	F: ATTTGCGGCCGCATGGAAGCAGTTCTTACCAAACT

	
	R: CCCTCGAGTTACTTGTCATCGTCGTCCTTGTAATCGC
CTTCTTTGATATTCATCTTGC

	p11.5-1-100-Flag
	F: ATTTGCGGCCGCATGGAAGCAGTTCTTACCAAACT

	
	R: CCCTCGAGTTACTTATCGTCGTCATCCTTGTAATCGAT
CTCTTTTGTAAAAACAAATGTAG

	p11.5-68-138-Flag
	F: ATTTGCGGCCGCATGGTTCCTGAGTGCAGAGAGT

	
	R: CCCTCGAGTTACTTGTCATCGTCGTCCTTGTAATCGC
CTTCTTTGATATTCATCTTGC

	L+A137R+R
	F: GGCGGGAGAATCACACAAAG

	
	R: TCGAGTTAAGACCTACGCAGT

	PGEM+L+R
	F: TGTACAGTTGTATACATATAAATTCT

	
	R: GCAAGATGAATATCAAAGAAGGCT

	p72+mCherry
	F: GTATACAACTGTACACGGAGGAAAAGTCAAAAGGGGC

	
	R: TGATATTCATCTTGCCTACTTGTACAGCTCGTCCATG

	△A137R
	F: CTATATCAAATTGCAGTTTCTTAATAACTGTAC

	
	R: TTAGCCTTCTTTGATATTCATCTTGCC




Supplementary Table S2. Identification of proteins interacting with ASFV p72 by liquid chromatography-mass spectrometry. Fifteen potential protein group candidates of ASFV were discerned as interacting with p72 through liquid chromatography-mass spectrometry analysis. Subsequent to ranking these proteins based on UniquePepCount and considering the magnitude of differential bands revealed by silver staining, we prioritized the p11.5 protein for subsequent validation.

